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doi:10.1016/j.febslet.2005.06.032Rob Russells career has taken him from Canada where he
earned his BSc (Queens University), to England for a DPhil
(Oxford), a post-doc at Imperial Cancer Research Fund and
for a four-year stint working for SmithKline Beecham Phar-
maceuticals. He is now in Germany, a group leader in Struc-
tural Bioinformatics at the European Molecular Biology
Laboratory (EMBL). Rob exhibits characteristics from all
these countries: a laid-back Canadian attitude, a sharp Brit-
ish humour, and a good German work ethic. ‘‘Its good to
be comfortable in diﬀerent places,’’ he said in our recent
interview, ‘‘but sometimes I miss having a shared sense of
past with others around me’’. Rob edits papers for FEBS
Letters in the bioinformatics, genomics and proteomics
areas.
What does your lab work on?
We work on several projects all are related in some way to
molecular recognition. For instance, one of our recent top-
ics involves microRNA. These are short RNA segments (21
nucleotides) that regulate translation. Using informatics, we
try to repeat what nature has already done; identify the
binding selectivity of such motifs. In a similar project we
examine the ﬂexible linkers in proteins. These regions lack
a deﬁned structure but can still interact with adaptor do-
mains; for example, –PxxP– sequences are bound by SH3 do-
mains. Obviously nature has a reason to make and use these
constructs, but my job is to recreate this natural process,
looking, for instance, at sequence conservation and other
tell-tale signs that indicate one sequence is more important
than another. Having predicted these, we then use lab exper-
iments such as yeast-two hybrids to see if our predictions
were right.
What is your favourite paper?
Obviously, one should have no favourites, but I am proud of
our recent paper, ‘‘Ten thousand interactions for the Molecu-
lar Biologist’’ that we recently published in Nature Biotechnol-
ogy [1]. I like this paper because it was the result of a single
afternoons brainstorming with Patrick Aloy, one of my group
members, while we were waiting for a delayed ﬂight after a
conference. That afternoon we plotted out the story for this
paper, and once we got back to the lab, we did the work to
support it. This paper is actually a tribute to Cyrus Chothia,
a father of Bioinformatics, who wrote a similar paper in
1992 [2], postulating that the number of molecular scaﬀolds
(protein folds) was limited. We did something similar with pro-
tein interactions, namely proposing that the number of ways
that proteins can interact is likewise limited. The challenge is
now for our estimate to stand the test of time, as ChothiasFederdid. So now it is out there for another scientist to try to shoot
down.
Has being an editor has inﬂuenced the way you view science?
Yes. As an editor, I act as a mediator between the authors and
the referees. Frequently I ﬁnd that my perceptions of an article
are diﬀerent from what a referee writes, and I ﬁnd this philo-
sophically interesting. My attitude toward my own articles
has also changed; I am much more relaxed about getting my
articles accepted for publication. What I have learned from
being an editor is that I shouldnt waste energy getting too
worked up about science. I call it my get a life message, be-
cause it drives me crazy when people take Science (with a cap-
ital S) far too seriously. Of course, it is important to like what
you are doing and be motivated in your career, but being an
editor has helped me realize that science is also just a job
and at the end of the day, it is not that important in the grand
scheme of things.
So you are not a workaholic?
Not now, but in the beginning of my career I was. I felt the
pressure of trying to prove myself and publish papers. But
when I stopped working all the time, I found that my creativity
increased and my productivity went up.
So science should be fun.
Yes, of course. I think that when it stops being fun, you should
stop doing it.
You play in a band. Have you always enjoyed music?
Yes, and I play both the guitar and piano. Our band has a
pretty broad spectrum of members. We started as a jazz band
but then we realized that if we wanted to play any type of ve-
nue we would have to become more main-stream, so in some
ways we have developed into a funk band.
The ﬁrst ﬁrst-author paper you published was in FEBS Letters.
Could you tell us about that?
It dealt with structural prediction of an SH2 domain [3]. We
used the usual bioinformatics methods, only that it took a
lot longer than it does now. Now it is possible to perform thou-
sands of BLAST searches in an hour to build a sequence align-
ment, but back then, one search took all night, and often gave
zero hits. So as student, I repeated this process for weeks.
When the structure was solved, we found out that we did quite
well, accurately predicting the secondary structure and some of
the aspects of the tertiary structure.
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